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Table 1 - List of collected samples from the Tamarix ramosissima populations in Isfahan province. The
herbarium samples are kept in the Herbarium of the Isfahan Agricultural Research and Education Center

(SFAHAN).
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Table 2 - Information about the primers used in the study of genetic diversity of Tamarix ramosissima populations.
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Table 3 - Results of amplification obtained from 10 CDDP primers in the population samples of the Tamarix ramosissima.
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Figure 1 - Results of Mantel's test in GenAlex software to examine the relationship between genetic distance and geographic
distance among the populations of Tamarix ramosissima. As inferred from the coefficient and the slope of the line, there is a
very weak correlation between genetic distance and geographic distance.
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Figure 2 - Results of the genetic differentiation analysis among the populations of Tamarix ramosissima.
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Figure 3 - Dendrogram generated using NTSYSS software, Jaccard similarity coefficient, and the UPGMA method in
populations of the Tamarix ramosissima.
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Table 4 - Molecular Analysis of Variance (AMOVA) of data obtained from the CDDP molecular marker related to
populations of the Tamarix ramosissima.
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Figure 4 - PCoA diagram based on Principal Coordinate Analysis from GenAlex software for 55 individuals from 15
populations of the Tamarix ramosissima.
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