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Figure 1- Schematic of the standard sampling protocol for anaerobic digester sludge.
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Table 1- Operating conditions and physicochemical characteristics of the studied digester
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Table 2- Alphadiversity indices of microbial community in anaerobic digester sludge
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Figure 2- Relative abundance of bacteria phylaidentified by whole-genome shotgun sequencing
(WGS). Relative abundance was cal cul ated based on the percentage of classified reads assigned
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to each phylum. Taxa representing less than 1% relative abundance in each sample were grouped
as "Others'.
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Figure 3- Dominant methanogens at the genus level in the studied digester.
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